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r Received 



3 <110> APPLICANT: Huse, William D. 

4 Wu , H err en 

6 <120> TITLE OF INVENTION: An ti - Alpha V Beta 3 Recombinant Human Antibodies, Nucleic 

7 Acids Encoding Same and Methods of Use ^WCPflER 



9 <130> FILE REFERENCE: P-'I.X 3 5 36 

11 <140> CURRENT APPLICATION NUMBER: US 09/339 , 922A 

12 <141> CURRENT FILING DATE: 19 9 9-06-24 
14 <160> NUMBER OF SEQ ID NOS : 112 

16 <170> SOFTWARE: Patentln Ver. 2.1 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH ; 351 
2 0 <212> TYPE: DNA 

21 <213> ORGANISM: Artificial Sequence 

2 3 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

2 5 <2 22> LOCATION: (1)..(351) 

27 <2 20> FEATURE: 

28 <223> OTHER INFORMATION: Description of Artificial Sequence: grafted 

2 9 antibody variable region 
31 <4 0 0> SEQUENCE: .1 

3 2 cag gtq cag ctg gtg gag tct ggg gga ggc gtt gtg cag cct gga agg 4 8 
3 3 Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 

34 1 5 10 15 

36 t t cc ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age tat 9 6 

3 7 Ster Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
38 1 20 25 30 

40 gac atg tct tgg gtt cgc cag get ccg ggc aag ggt ctg gag tgg gtc 144 

41 Asp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

4 2 3 5 40 4 5 

44 gca aaa gtt agt agt ggt ggt ggt age acc tac tat tta gac act gtg 192 
4 5 Ala Lys Val Ser Ser Gly Gly Gly Ser Thr Tyr Tyr Leu Asp Thr Val 
46 50 55 60 

4 3 cag ggc eg a ttc acc ate tec aga gac aa t agt aag aac acc eta tac 24 0 

4 9 Gin Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
50 65 70 75 80 

52 ctg caa atg aac tct ctg aga gec gag gac aca gec g tg tat tac tgt 28 8 

5 3 Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
54 85 * 90 95 

56 gca aga cat aac tac ggc agt ttt get tac tgg ggc caa ggg act aca 3 36 

57 Ala Arg His Asn Tyr Gly Ser Phe Ala Tyr Trp Gly Gin Gly Thr Thr 

58 100 " '105 110 

60 gtg act gtt tct agt 3 51 

61 val Thr Val Ser Ser 

6 2 115 

6 5 <210> SEQ ID NO: 2 
6 6 <211> LENGTH: 117 
67 <212> TYPE: PRT 



ENTERED 



file://C:\Crfi\Outhold\VsrI339922A.htm 



1 1/20/00 




Page 2 of 7 
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68 <213> ORGANISM: Artificial Sequence 

70 <220> FEATURE: 

71 <223> OTHER INFORMATION: Description of Artificial Sequence: grafted 

72 antibody variable region 
74 <4 00> SEQUENCE: 2 



75 


Gin 


Val 


Gin 


Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


val 


Val 


Gin 


Pro 


Gly 


Arg 


76 


1 








5 










10 










15 




78 


Ser 


Leu 


Arg 


Leu 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Phe 


Thr 


Phe 


Ser 


Ser 


Tyr 


79 








20 










25 










30 






81 


ASp 


Met 


Ser 


Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Lys 


Gly 


Leu 


Glu 


Trp 


Val 


82 






35 










40 










4 5 








84 


Ala 


Lys 


Val 


Ser 


Ser 


Civ- 


Gly 


Gly 


Ser 


Thr 


Tyr 


Tyr 


Leu 


Asp 


Thr 


Val 


85 




50 










55 










60 










87 


Gin 


Gly 


Arg 


Phe 


Thr 


ile 


Ser 


Arg 


Asp 


Asn 


Ser 


Lys 


Asn 


Thr 


Leu 


Tyr 


88 


65 










70 










7 5 










80 


90 


Leu 


Gin 


Met 


Asn 


Ser 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


91 










85 










90 










95 




93 


Ala 


Arg 


His 


Asn 


Tyr 


Gly 


Ser 


Phe 


Ala 


Tyr 


Trp 


Gly 


Gin 


Gly 


Thr 


Thr 


94 








100 










105 










110 






96 


Val 


Thr 


val 


Ser 


Ser 

























97 1.15 

101 <210> SEQ ID NO: 3 

102 <211> LENGTH: 321 

103 <212> TYPE: DNA 

104 <213> ORGANISM: Artificial Sequence 
106 <220> FEATURE: 

1.07 <2 21> NAME/KEY: CDS 

108 <222> LOCATION: (1)..(321) 

110 <220> FEATURE: 

111 <223> OTHER INFORMATION: Description of Artificial Sequence: grafted 

112 antibody variable region 
114 <400> SEQUENCE: 3 



115 


gag 


att 


gtg 


eta 


act 


cag 


tct 


cca 


gec 


acc 


ctg 


tct 


etc 


age 


cca 


gga 


48 


116 


Glu 


He 


Val 


Leu 


Thr 


Gin 


Ser 


Pro 


Ala 


Thr 


Leu 


Ser 


Leu 


Ser 


Pro 


Gly 




117 


1 








5 










10 










15 






119 


gaa 


agg 


gcg 


act 


ctt 


tec 


tgc 


cag 


gec 


age 


caa 


agt 


att 


age 


aac 


cac 


96 


120 


Glu 


Arg 


Ala 


Thr 


Leu 


Ser 


Cys 


Gin 


Ala 


Ser 


Gin 


Ser 


He 


Ser 


Asn 


His 




121 








20 










25 










30 








123 


eta 


cac 


tgg 


tat: 


caa 


caa 


agg 


cct 


ggt 


caa 


gec 


cca 


agg 


ctt 


etc 


ate 


14 4 


124 


Leu 


His 


Trp 


Tyr 


Gin 


Gin 


Arg 


Pro 


Gly 


Gin 


Ala 


Pro 


Arg 


Leu 


Leu 


Tie 




125 






35 










40 










45 










127 


aag 


tat 


cgt 


tec 


cag 


tec 


ate 


tct 


999 


ate 


ccc 


gec 


agg 


ttc 


agt 


ggo 


192 


128 


Lys 


Tyr 


Arg 


Ser 


Gin 


Ser 


He 


Ser 


Gly 


lie 


Pro 


Ala 


Ax-g 


Phe 


Ser 


Gly 




12 9 




50 










55 










60 












131 


agt 


99^ 


tea 


999 


aca 


gat 


ttc 


acc 


etc 


act 


ate 


tec 


agt 


ctg 


gag 


cct 


240 


132 


Ser 


Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Ser 


Ser 


Leu 


Glu 


Pro 




13 3 


65 










70 










75 










80 




135 


gaa 


gat- 


ttt 


gca 


gtc 


tat 


tac 


tgt 


caa 


cag 


agt 


99C 


age 


tgg 


cct 


cac 


288 


136 


Glu 


Asp 


Phe 


Ala 


Val 


Tyr 


Tyr 


Cys 


Gin 


Gin 


Ser 


Gly 


Ser 


Trp 


Pro 


His 
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137 




85 










90 










95 




139 


acg ttc gga ggg 


ggg 


acc 


aag 


gtg 


gaa 


att 


aag 












140 


Thr Phe Gly Gly 


Gly 


Thr 


Lys 


Val 


Glu 


He 


Lys 












14 1 


100 










105 
















144 


<210> SEQ ID NO 


: 4 
























145 


<211> LENGTH: 107 
























146 


<212> TYPE : PPT 


























147 


<213> ORGANISM: 


Arti f icial Sequence 
















149 


<220> FEATURE: 


























150 


<2 2 3> OTHER INFORMATION 


: Description of 


Arti f icial Sequence 


: gra 


151 


antibody variable 


region 


















153 


<400> SEQUENCE: 


4 
























154 


Glu He Val Leu 


Thr 


Gin 


Ser 


Pro 


Ala 


Thr 


Leu 


Ser 


Leu 


Ser 


Pro 


Gly 


155 


1 


5 










10 










15 




157 


Glu Arg Ala Thr 


Leu 


Ser 


Cys 


Gin 


Ala 


Ser 


Gin 


Ser 


He 


Ser 


Asn 


His 


158 


20 










25 










30 






160 


Leu His Trp Tyr 


Gin 


Gin 


Arg 


Pro 


Gly 


Gin 


Ala 


Pro 


Arg 


Leu 


Leu 


He 


161 


35 








40 










45 








16 3 


Lys Tyr Arg Ser 


Gin 


Ser 


lie 


Ser 


Gly 


He 


Pro 


Ala 


Arg 


Phe 


Ser 


Gly 


164 


50 






55 










60 










166 


Ser Gly Ser Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Ser 


Ser 


Leu 


Glu 


Pro 


16 7 


65 




70 










75 










80 


.16 9 


Glu Asp Phe Ala 


Val 


Tyr 


Tyr 


Cys 


Gin 


Gin 


Ser 


Gly 


Ser 


Trp 


Pro 


His 


170 




85 










90 










95 




172 


Thr Phe Gly Gly 


Gly 


Thr 


Lys 


Val 


Glu 


He 


Lys 












173 


100 










10 5 
















17 7 


<210> SEQ ID NO: 


: 5 
























17 8 


<211> LENGTH: 351 
























17 9 


<212> TYPE: DNA 


























180 


<213> ORGANISM: 


MUS 


musculus 


















182 


<220> FEATURE: 


























18 3 


<221> NAME/ KEY : 


CDS 
























184 


<22-2> LOCATION: 


(1) 


. . (351) 




















186 


<400> SEQUENCE: 


5 
























18 7 


gaa gtg cag ctg 


gtg 


gag 


tct 


ggg 


gga 


ggc 


tta 


gtg 


aag 


cct 


gga 


agg 


18 8 


Glu Val Gin Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Lys 


Pro 


Gly 


Arg 


189 


1 


5 










10 










15 




191 


tec ctg aga etc 


tec 


tgt 


gca 


gec 


tct 


gga 


ttc 


get 


ttc 


agt 


age 


tat 


192 


Ser Leu Arg Leu 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Phe 


Ala 


Phe 


Ser 


Ser 


Tyr 


19 3 


20 










25 










30 






195 


gac atg tct tgg 


gtt 


cgc 


cag 


att 


ccg 


gag 


aag 


agg 


ctg 


gag 


tgg 


g tc 


.19 6 


Asp Met Ser Trp 


Val 


Arg 


Gin 


He 


Pro 


Glu 


Lys 


Arg 


Leu 


Glu 


Trp 


Val 


197 


35 








40 










45 








19 9 


gca aaa gtt ag t: 


agt 


ggt 


ggt 


ggt 


age 


acc 


tac 


tat 


tta 


gac 


act 


gtg 


200 


Ala Lys val Ser 


Ser 


Gly 


Gly 


Gly 


Ser 


Thr 


Tyr 


Tyr 


Leu 


Asp 


Thr 


Val 


201 


50 






55 










60 










203 


cag ggc cga ttc 


acc 


ate 


tec 


aga 


gac 


aat 


gec 


aag 


aac 


acc 


eta 


tac 


204 


Gin Gly Arg Phe 


Thr 


He 


Ser 


Arg 


Asp 


Asn 


Ala 


Lys 


Asn 


Thr 


Leu 


Tyr 


205 


65 




70 










75 










80 



321 



96 



144 



19 2 



240 
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280 



336 



207 


ctg 


caa 


a tg 


age 


ag t 


ctg 


aac 


tct 


gag 


gac 


aca 


gec 


atg 


tat 


tac 


tgt 


208 


Leu 


Gin 


Met 


Ser 


Ser 


Leu 


Asn 


Ser 


Glu 


Asp 


Thr 


Ala 


Met 


Tyr 


Tyr 


Cys 


209 










85 










90 










95 




211 


gca 


aga 


cat 


aac 


tac 


ggc 


agt 


ttt 


get 


tac 


tgg 


ggc 


caa 


999 


act 


ctg 


212 


Ala 


Arg 


His 


Asn 


Tyr 


Gly 


Ser 


Phe 


Ala 


Tyr 


Trp 


Gly 


Gin 


Gly 


Thr 


Leu 


213 








100 










105 










110 






215 


gtc 


act 


g tc 


tct 


gca 
























216 


Val 


Thr 


Val 


Ser 


Ala 
























217 






115 




























220 


<210> SEQ ID NO 


: 6 
























221 


<211> LENGTH: 117 
























222 


<2i: 


2> TYPE: 


PRT 


























223 


<213> ORGANISM: 


Mus 


musculus 


















225 


<400> SEQUENCE: 


6 
























226 


Glu 


Val 


Gin 


Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Lys 


Pro 


Gly 


Arg 


227 


1 








5 










10 










15 




229 


Ser 


Leu 


Arg 


Leu 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Phe 


Ala 


Plie 


Ser 


Ser 


Tyr 


230 








20 










25 










30 






232 


Asp 


Met 


Ser 


Trp 


Val 


Arg 


Gin 


He 


Pro 


Glu 


Lys 


Arg 


Leu 


Glu 


Trp 


Val 


23 3 






35 










40 










45 








235 


Ala 


Lys 


Val 


Ser 


Ser 


Gly 


Gly 


Gly 


Ser 


Thr 


Tyr 


Tyr 


Leu 


Asp 


Thr 


Val 


236 




50 










55 










60 










238 


Gl n 


Gly 


Arg 


Phe 


Thr 


lie 


Ser 


Arg 


Asp 


Asn 


Ala 


Lys 


Asn 


Thr 


Leu 


Tyr 


239 


65 










70 










75 










80 


241 


Leu 


Gin 


Met 


Ser 


Ser 


Leu 


Asn 


Ser 


Glu 


Asp 


Thr 


Ala 


Met 


Tyr 


Tyr 


Cys 


242 










85 










90 










95 




244 


Ala 


Arg 


His 


Asn 


Tyr 


Gly 


Ser 


Phe 


Ala 


Tyr 


Trp 


Gly 


Gl n 


Gly 


Thr 


Leu 


245 








100 










10 5 










110 






247 


Val 


Thr 


Val 


Ser 


Ala 
























24 8 






115 




























252 


<210> SEQ TD NO: 


; 7 
























253 


<211> LENGTH: 321 
























254 


<212> TYPE: 


DMA 


























255 


<213> ORGANISM: 


Mus 


muscu lus 


















257 


<220> FEATURE: 


























258 


<221> NAME/KEY: 


CDS 
























259 


<222> LOCATION: 


(1) 


. . (321) 




















261 


<4 00> SEQUENCE: 


7 
























262 


gat 


att 


gtg 


eta 


act 


cag 


tct 


cca 


gee 


acc 


ctg 


tct 


gtg 


aca 


cca 


gga 


263 


Asp 


Tie 


Val 


Leu 


Thr 


Gin 


Ser 


Pro 


Ala 


Thr 


Leu 


Ser 


Val 


Thr 


Pro 


Gly 


264 


1 








5 










10 










15 




266 


gat 


age 


gtc 


ag t 


ctt 


tec 


tgc 


cag 


gee 


age 


caa 


agt 


att 


age 


aac 


cac 


267 


Asp 


Ser 


val 


Ser 


Leu 


Ser 


Cys 


Gin 


Ala 


Ser 


Gin 


Ser 


He 


Ser 


Asn 


His 


268 








20 










25 










30 






270 


eta 


cac 


tgg 


tat 


caa 


caa 


aaa 


tea 


cat 


gag 


tct 


cca 


agg 


ctt 


etc 


ate 


2 71 


Leu 


His 


Trp 


Tyr 


Gin 


Gin 


Lys 


Ser 


His 


Glu 


Ser 


Pro 


Arg 


Leu 


Leu 


He 


272 






35 










40 










45 








274 


aag 


tat 


cgt 


tec 


cag 


tec 


ate 


tct 


ggg 


a tc 


cec 


tec 


agg 


ttc 


agt 


ggc 


275 


Lys 


Ty.r 


Arg 


Ser 


Gin 


Ser 


He 


Ser 


Gly 


He 


Pro 


Ser 


Arg 


Phe 


Ser 


Gly 



351 



4 8 



96 



144 



192 
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276 
278 
279 
280 
282 
28 3 
284 
206 
287 
288 
291 
292 
293 
294 
296 
297 
298 
300 
301 
303 
304 
306 
307 
309 
310 
312 
313 
315 
316 
320 
3 21 
322 
323 
3 25 
326 
327 
329 
330 
331 
334 
335 
336 
337 
339 
34 0 
341 
34 3 
344 
345 



50 55 60 

agt gga tea ggg oca gat ttc get etc agt ate oac agt gtg gag act 240 
Ser Gly Ser Gly Thr Asp Phe Ala Leu Ser lie Asn Ser Val Glu Thr 
6 5 70 75 80 

gatt gat ttt gga atg tat ttc tgt caa cag agt ggc age tgg cct cac 288 
Glu Asp Phe Gly Met Tyr Phe Cys Gin Gin Ser Gly Ser Trp Pro His 

85 90 95 

acg ttc gga ggg ggg acc aag ctg gaa att aag 321 
Thr Phe Gly Gly Gly Thr Lys Leu Glu "lie Lys 

100 105 
<210> SEQ ID NO: 8 
<211> LENGTH: 107 
<212> TYPE : PRT 
<213> ORGANISM: Mus musculus 
<4 00> SEQUENCE: 8 

Asp lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser val Thr Pro Gly 

15 10 15 

Asp Ser Val ser Leu Ser Cys Gin Ala Ser Gin Ser lie Ser Asn His 

20 25 30 

Leu His Trp Tyr Gin Gin Lys Ser His Glu Ser Pro Arg Leu Leu lie 

3 5 4 0 4 5 

Lys Tyr Arg Ser Gin Ser Tie Ser Gly lie Pro Ser Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Ala Leu Ser lie Asn Ser Val Glu Thr 
65 70 75 80 

Glu Asp Phe Gly Met Tyr Phe Cys Gin Gin Ser Gly Ser Trp Pro His 

85 90 95 

Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys 

100 105 
<210> SEQ ID NO: 9 
<211> LENGTH: 84 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<2 2 0> FEATURE: 

<2 2 3> OTHER INFORMATION: Description of Artificial. Sequence: 

ol igonucleoti.de 
<4 00> SEQUENCE: 9 

caggtgeage tggtggagtc tgggggaggc gttgtgcagc ctggaaggtc cctgagactc 60 
tcctgtgcag cctctggatt eacc 84 
<210> SEQ TD NO: 10 
<211> LENGTH: 84 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<22 3> OTHER INFORMATION: Description of Artificial Sequence: 

oligonucleotide 
<400> SEQUENCE: 10 

aacttttgeg acccactcca gacccttgcc eggagectgg cgaacecaag acatgtcata 60 
gctactgaag gtgaatccag aggc 84 




' Please Note: 

1 Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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